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sequence encoding a polypeptide having fumonisin esterase activity and a sequence 
encoding a polypeptide having amine oxidase activity; and, 
^ b) stably integrating into they^enome of said plant cell a secondary nucleotide 

( * sequence operably linked to a second promoter active in said plant cell, wherein said 
tP^ secondary nucleotide sequence has at least 90% identity to the sequence set forth in SEQ 
ID NO: 2, 4, 7, or 10 > #merein said sequence encodes a polypeptide having fumonisin 
detoxification activity. 





J 3 . The method of claim 1 , wherein said primary nucleotide sequence encoding a 
polypeptide having amine oxida/e activity is an amino polyolamine oxidase. 

^/ 8. The method of claim 1, wherein at least one/of said first promoter and said second 

promoter is an inducible promoter. 

9. The method of claim 8 further composing inducing expression of said primary 
and said secondary nucleotide sequences for a tjme sufficient to reduce pathogenicity of said 
fungus. 



10. A plant having stably integrating into its genome 

a) a primary nucleotide sequence operably linked to a promoter active in said 
plant, said primary nucleotide seouence comprising at least one nucleotide sequence selected 
from the group consisting of a/sequence encoding a polypeptide having fumonisin esterase 
activity or a sequence encoding a polypeptide having amine oxidase activity; and, 

b) a secondary nucleotide sequence operably linked to a promoter active in 
said plant, wherein sara secondary nucleotide sequence has at least 90% identity to the sequence 
set forth in SEQ n^NO: 2, 4, 7, or 10, wherein said sequence encodes a polypeptide having 
fumonisin detoxification activity. 
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12. The plant of claim 10, wherein saidffrimary nucleotide sequence encoding a 
polypeptide having amine oxidase activity is an afmino polyolamine oxidase. 

1 3 . The plant of claim 1 0, wherein the primary nucleotide sequence stably 
incorporated into the plant cell comprises a sequence encoding a polypeptide having fumonisin 
esterase activity and a sequence encoding a polypeptide having amino oxidase activity. 



1 7. Transformed seed of the plant of claim 1 0 



18. A plant cell having stably integrating into its genome 

a) a primary nucleotide sequence operaply linked to a promoter active in said 
plant cell, said primary nucleotide sequence comprising at least one nucleotide sequence selected 
from the group consisting of a sequence encoding a polypeptide having fumonisin esterase 
activity or a sequence encoding a polypeptide having amine oxidase activity; and, 

b) a secondary nucleotide sequence operably linked to a promoter active in 
said plant, wherein said secondary nucleotide sequence has at least 90% identity to the sequence 
set forth in SEQ ID NO: 2, 4, 7, or 10, wherein said sequence encodes a polypeptide having 
fumonisin detoxification activity. 



19. A method of reducing pathogenicity of a fungus that produces fumonisin, 
comprising stably integrating into the genome of a plant cell: 

a) a primary nucleotide sequence operably linked to a promoter active in said 
plant cell, said primary nucleotide sequence comprising at least one nucleotide sequence selected 
from the group consisting of /sequence encoding a polypeptide having fumonisin esterase 
activity or a sequence encoding a polypeptide having amine oxidase activity; and, 

b) a secondary nucleotide sequence operably linked to a promoter active in 
said plant cell, whereir/ said secondary nucleotide sequence comprises at least one sequence 
selected from the group consisting of a nucleotide sequence set forth in one of SEQ ID NO: 2, 4, 
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7, and 10 




20. A plant having stably integrating into its genome 

a) a primary nucleotide/sequence operably linked to a promoter active in said 
plant cell, said primary nucleotide sequence comprising at least one nucleotide sequence selected 
from the group consisting of a sequence encoding a polypeptide having fumonisin esterase 
activity or a sequence encoding a Polypeptide having amine oxidase activity; and, 

b) a secondary nucleotide sequence operably linked to a promoter active in 
said plant, wherein said secondary nucleotide sequence comprises at least one sequence selected 
from the group consistin^of a nucleotide sequence set forth in one of SEQ ID NO: 2, 4, 7, and 
10. 




Please add the following new claims 



21. The method of claim 1, wherein said secondary nucleotide sequence has at least 95% 



identity to the sequence set forth in SEQ ID NO: 2, 4; 7, or 10. 



22. The method of claim 1, wherein said secondary nucleotide sequence encodes the 
polypeptide set forth in SEQ ID NO: 3, 5, 8^r 1 1 . 



23. The plant of claim 10, wherein said secondary nucleotide sequence has at least 95% 
identity to the sequence set forth in SEQ ID NO: 2, 4, 7, or 10 

24. The plant of claim Y0, wherein said secondary nucleotide sequence encodes the 
polypeptide set forth in SEQ/LD NO: 3, 5, 8, or 1 1. 



25. The plant o^claim 10, wherein said secondary nucleotide sequence is the sequence 
set forth in SEQ ID tyO:2, 4, 7, or 10. 
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26. The plant cell of claim 18, wherein said secondary nucleotide sequence has at least 
95% identity to the sequence set forth in SEQ ID^NO: 2, 4, 7, or 10. 






27. The plant cell of claim 18, wjaferein said secondary nucleotide sequence encodes the 
\ polypeptide set forth in SEQ ID NO:/, 5 , 8, or 1 1 . 



28. The plant cell of c}aim 18, wherein said secondary nucleotide sequence is the 
sequence set forth in SEQ ID NO:2, 4, 7, or 10. 

29. The method of claim 8, wherein said first promoter and said second promoter are the 
same promoter 

3\ The method of claim 1, wherein said primary nucleotide sequence comprises at least 
one sequence having at least 80% sequence identity to the sequence set forth in SEQ ED NO: 12, 
14, 16, 18, \ 22, 24, 26, 28, 30, or 32. 

^? 3 1 . The method of claim 1 , wtferein said primary nucleotide sequence comprises at least 
one sequence having at least 90% sequence identity to the sequence set forth in SEQ ID NO: 12 
14, 16, 18, 20, 22, 24, 26, 28, 30; or 32. 






32.\The plant of claim 10, wherein said primary nucleotide sequence comprises at least 
one seVenceWving at least 80% sequence identity to the sequence set forth in SEQ ID NO: 12, 
14, 16, 18, 20,\2, 24, 26, 28, 30, or 32. 

V&js 33 ' The P lant of claim 10 » whepe'in said primary nucleotide sequence comprises at least 
X) one sequence having at least 90% sequence identity to the sequence set forth in SEQ ID NO: 12 
14, 16, 18, 20, 22, 24, 26, 28, 30^or 32. 



